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Restoration of miRa€330 expression suppresses lung cancer cell viability, proliferation, and migration.
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Clinical use and mechanisms of resistance for PARP inhibitors in homologous recombination-deficient
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Elevating CDCA3 levels in non-small cell lung cancer enhances sensitivity to platinum-based
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Elevating CDCA3 Levels Enhances Tyrosine Kinase Inhibitor Sensitivity in TKI-Resistant EGFR Mutant
Non-Small-Cell Lung Cancer. Cancers, 2021, 13, 4651.

The impact of microRNAs on myeloid-derived suppressor cells in cancer. Human Immunology, 2021, 82,
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The synergy between miR-4863€“5p and tamoxifen causes profound cell death of tamoxifen-resistant
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miRa€330 suppresses EMT and induces apoptosis by downregulating HMGA?2 in human colorectal cancer. a1 51
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Cep55 overexpression promotes genomic instability and tumorigenesis in mice. Communications
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SASH1 is a prognostic indicator and potential therapeutic target in non-small cell lung cancer. 3.3 16
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Low Baseline Pulmonary Levels of Cytotoxic Lymphocytes as a Predisposing Risk Factor for Severe

COVID-19. MSystems, 2020, 5, .

Association of Sperm-Associated Antigen 5 and Treatment Response in Patients With Estrogen

Receptora€“Positive Breast Cancer. JAMA Network Open, 2020, 3, e209486. 59 2
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Complexities of pharmacogenomic interactions in cancer. Molecular and Cellular Oncology, 2020, 7,
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Overexpression of HMGA2 in breast cancer promotes cell proliferation, migration, invasion and
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The role of miR&€84 in cancer drug resistance. Journal of Cellular Physiology, 2020, 235, 6424-6440.

Chromosome arm aneuploidies shape tumour evolution and drug response. Nature Communications,
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STATS3 Silencing and TLR7/8 Pathway Activation Repolarize and Suppress Myeloid-Derived Suppressor
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miRa€4423€3p is a tumor suppressor that inhibits estrogen receptor expression in ER4€positive breast cancer.
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Mitotic slippage: an old tale with a new twist. Cell Cycle, 2019, 18, 7-15. 2.6 81



38

40

42

44

46

48

50

52

54

PascaL H G Dulyr

ARTICLE IF CITATIONS

miRa€4 423€3p as tumor suppressor miRNA in the regulation of tumorigenicity, invasion and migration of
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