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Human cytomegalovirus protein RL1 degrades the antiviral factor SLFN11 via recruitment of the CRL4
E3 ubiquitin ligase complex. Proceedings of the National Academy of Sciences of the United States of
America, 2022, 119, .

Maternal obesity during pregnancy leads to adipose tissue ER stress in mice via miR-126-mediated 6.3 15
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Comparative Cell Surface Proteomic Analysis of the Primary Human T Cell and Monocyte Responses to
Type | Interferon. Frontiers in Immunology, 2021, 12, 600056.

MX2-mediated innate immunity against HIV-1 is regulated by serine phosphorylation. Nature 13.3 18
Microbiology, 2021, 6, 1031-1042. :

Temporal Proteomic Analysis of Herpes Simplex Virus 1 Infection Reveals Cell-Surface Remodeling via
pUL56-Mediated GOPC Degradation. Cell Reports, 2020, 33, 108235.

Nucleotide-binding sites can enhance N-acylation of nearby protein lysine residues. Scientific Reports,

2020, 10, 20254. 3.3 8

Human cytomegalovirus protein pUL36: A dual cell death pathway inhibitor. Proceedings of the
National Academy of Sciences of the United States of America, 2020, 117, 18771-18779.

Human Cytomegalovirus Long Non-coding RNA1.2 Suppresses Extracellular Release of the
Pro-inflammatory Cytokine IL-6 by Blocking NF-I2B Activation. Frontiers in Cellular and Infection 3.9 12
Microbiology, 2020, 10, 361.

ABHD11 maintains 2-oxoglutarate metabolism by preserving functional lipoylation of the
2-oxoglutarate dehydrogenase complex. Nature Communications, 2020, 11, 4046.

Comprehensive cell surface proteomics defines markers of classical, intermediate and non-classical

monocytes. Scientific Reports, 2020, 10, 4560. 3.3 28

Integrative functional genomics decodes herpes simplex virus 1. Nature Communications, 2020, 11, 2038.

Rapid Degradation Pathways of Host Proteins During HCMV Infection Revealed by Quantitative

Proteomics. Frontiers in Cellular and Infection Microbiology, 2020, 10, 578259. 3.9 3

Insights into herpesvirus assembly from the structure of the pUL7:pUL51 complex. ELife, 2020, 9, .

Auxiliary-assisted chemical ubiquitylation of NEMO and linear extension by HOIP. Communications 45 ;
Chemistry, 2019, 2, 111. :

Quantitative comparative analysis of human erythrocyte surface proteins between individuals from
two genetically distinct populations. Communications Biology, 2019, 2, 350.

Quantitative Temporal Proteomic Analysis of Vaccinia Virus Infection Reveals Regulation of Histone

Deacetylases by an Interferon Antagonist. Cell Reports, 2019, 27, 1920-1933.e7. 64 50

CHCHD4 confers metabolic vulnerabilities to tumour cells through its control of the mitochondrial

respiratory chain. Cancer & Metabolism, 2019, 7, 2.

An Interferon-Driven Oxysterol-Based Defense against Tumor-Derived Extracellular Vesicles. Cancer

Cell, 2019, 35, 33-45.e6. 16.8 125
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The homophilic receptor PTPRK selectively dephosphorylates multiple junctional regulators to

promote celld€“cell adhesion. ELife, 2019, 8, .

Human cytomegalovirus interactome analysis identifies degradation hubs, domain associations and

viral protein functions. ELife, 2019, 8, . 6.0 84

Suppression of costimulation by human cytomegalovirus promotes evasion of cellular immune
defenses. Proceedings of the National Academy of Sciences of the United States of America, 2018, 115,
4998-5003.

Clathrin heavy chain 22 contributes to the control of neuropeptide degradation and secretion during

neuronal development. Scientific Reports, 2018, 8, 2340. 3.3 19

The WDR11 complex facilitates the tethering of AP-1-derived vesicles. Nature Communications, 2018, 9,
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High-Definition Analysis of Host Protein Stability during Human Cytomegalovirus Infection Reveals

Antiviral Factors and Viral Evasion Mechanisms. Cell Host and Microbe, 2018, 24, 447-460.e11. 11.0 93

Role of the AP-5 adaptor protein complex in late endosome-to-Golgi retrieval. PLoS Biology, 2018, 16,
e2004411.

Eros is a novel transmembrane protein that controls the phagocyte respiratory burst and is essential

for innate immunity. Journal of Experimental Medicine, 2017,214, 1111-1128. 8.5 50

Role of clathrin in dense core vesicle biogenesis. Molecular Biology of the Cell, 2017, 28, 2676-2685.

A Mass Spectrometry-Based Approach for Mapping Protein Subcellular Localization Reveals the Spatial

Proteome of Mouse Primary Neurons. Cell Reports, 2017, 20, 2706-2718. 6.4 105

Contribution of the clathrin adaptor AP-1 subunit Au1 to acidic cluster protein sorting. Journal of Cell
Biology, 2017, 216, 2927-2943.

Obesity-associated gene <i>TMEM18«[i> has a role in the central control of appetite and body weight
regulation. Proceedings of the National Academy of Sciences of the United States of America, 2017, 114, 7.1 57
9421-9426.

Mutations in mitochondrial DNA causing tubulointerstitial Ridney disease. PLoS Genetics, 2017, 13,
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NBEAL2 is required for neutrophil and NK cell function and pathogen defense. Journal of Clinical
Investigation, 2017, 127, 3521-3526.
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cell activation. ELife, 2017, 6, . )

TAPBPR bridges UDP-glucose:glycoprotein glucosyltransferase 1 onto MHC class | to provide quality

control in the antigen presentation pathway. ELife, 2017, 6, .

Plasma Membrane Profiling Reveals Upregulation of ABCA1 by Infected Macrophages Leading to

Restriction of Mycobacterial Growth. Frontiers in Microbiology, 2016, 7, 1086. 35 17
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NOTCH1 mediates a switch between two distinct secretomes during senescence. Nature Cell Biology,
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Genetic dissection of mammalian ERAD through comparative haploid and CRISPR forward genetic
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ATF7IP-Mediated Stabilization of the Histone Methyltransferase SETDB1 Is Essential for
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Temporal proteomic analysis of HIV infection reveals remodelling of the host phosphoproteome by 6.0 76
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