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Genome sequencing of deep-sea hydrothermal vent snails reveals adaptions to extreme environments.
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parameters in a Rag1-/- mouse model of metabolic dysfunction. PLoS ONE, 2018, 13, e0198495.

Transparency on scientific instruments. EMBO Reports, 2018, 19, .

Abundant ghrelin gene expression by monocytes: Putative implications for fat accumulation and 0.9 ;
obesity. Obesity Medicine, 2017, 5, 1-3. :

MUC13 overexpression in renal cell carcinoma plays a central role in tumor progression and drug

resistance. International Journal of Cancer, 2017, 140, 2351-2363.
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Cloning of a novel insulin-regulated ghrelin transcript in prostate cancer. Journal of Molecular

Endocrinology, 2013, 50, 179-191. 2.5 19

Identification of a long non-coding RNA gene, growth hormone secretagogue receptor opposite
strand, which stimulates cell migration in non-small cell lung cancer cell lines. International
Journal of Oncology, 2013, 43, 566-574.

Silencing of ghrelin receptor expression inhibits endometrial cancer cell growth in vitro and in vivo.

American Journal of Physiology - Endocrinology and Metabolism, 2013, 305, E305-E313. 3.5 14

The Ghrelin Axis&€”Does It Have an Appetite for Cancer Progression?. Endocrine Reviews, 2012, 33,

849-891.

The expanding roles of the ghrelin-gene derived peptide obestatin in health and disease. Molecular and

Cellular Endocrinology, 2011, 340, 111-117. 82 47



56

58

60

62

INGE SEIM

ARTICLE IF CITATIONS

Ghrelin axis genes, peptides and receptors: Recent findings and future challenges. Molecular and

Cellular Endocrinology, 2011, 340, 3-9.

Ghrelin and cancer. Molecular and Cellular Endocrinology, 2011, 340, 65-69. 3.2 58

Tandem B1 SINE retro-elements may provide a basis for natural antisense transcription in the Magil
locus of the mouse (Mus musculus). Genes and Genomics, 2010, 32, 407-411.

Ghrelin genea€related peptides: Multifunctional endocrine4€S/4€Sautocrine modulators in health and disease.

Clinical and Experimental Pharmacology and Physiology, 2010, 37, 125-131. 1.9 26

A variant of the KLK4 gene is expressed as a cis sense-antisense chimeric transcript in prostate cancer
cells. Rna, 2010, 16, 1156-1166.

The proximal first exon architecture of the murine ghrelin gene is highly similar to its human 14 3
orthologue. BMC Research Notes, 2009, 2, 85. ’

New insights into the molecular complexity of the ghrelin gene locus. Cytokine and Growth Factor
Reviews, 2009, 20, 297-304.

Complex organisation and structure of the ghrelin antisense strand gene GHRLOS, a candidate 2.0 2
non-coding RNA gene. BMC Molecular Biology, 2008, 9, 95. :

Revised genomic structure of the human ghrelin gene and identification of novel exons, alternative

splice variants and natural antisense transcripts. BMC Genomics, 2007, 8, 298.




