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30 European polygenic risk score for prediction of breast cancer shows similar performance in Asian
women. Nature Communications, 2020, 11, 3833. 12.8 88

31 Assessment of Breast Cancer Risk Factors Reveals Subtype Heterogeneity. Cancer Research, 2017, 77,
3708-3717. 0.9 87

32 Functional mechanisms underlying pleiotropic risk alleles at the 19p13.1 breastâ€“ovarian cancer
susceptibility locus. Nature Communications, 2016, 7, 12675. 12.8 78

33 Five endometrial cancer risk loci identified through genome-wide association analysis. Nature
Genetics, 2016, 48, 667-674. 21.4 77
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