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The 02-ZmGRAS11 transcriptional regulator?/ network orchestrates the coordination of endosperm
e
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Modulating the C-terminus of DEP1 synergistically enhances grain quality and yield in rice. Journal of
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Frontiers in Plant Science, 2021, 12, 635732. :

Efficient artificial microRNA vectors for gene silencing in citrus. Plant Cell Reports, 2021, 40,
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The B3 domain-containing transcription factor ZmABI19 coordinates expression of key factors
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Differential Quantitative Requirements for NPR1 Between Basal Immunity and Systemic Acquired

Resistance in Arabidopsis thaliana. Frontiers in Plant Science, 2020, 11, 570422. 3.6 13

Carotenoids modulate kernel texture in maize by influencing amyloplast envelope integrity. Nature
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Identification and Characterization of PLATZ Transcription Factors in Wheat. International Journal of a1 21
Molecular Sciences, 2020, 21, 8934. :

Loss of Function of an RNA Polymerase Ill Subunit Leads to Impaired Maize Kernel Development. Plant
Physiology, 2020, 184, 359-373.

Perception of Damaged Self in Plants. Plant Physiology, 2020, 182, 1545-1565. 4.8 55

Transactivation of <i>Sus1<[i> and <i>Sus2<[i> by Opaque2 is an essential supplement to sucrose

synthased€mediated endosperm filling in maize. Plant Biotechnology Journal, 2020, 18, 1897-1907.

Extracellular pyridine nucleotides trigger plant systemic immunity through a lectin receptor

kinase/BAK1 complex. Nature Communications, 2019, 10, 4810. 12.8 65
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EMB-7L is required for embryogenesis and plant development in maize involved in RNA splicing of

multiple chloroplast genes. Plant Science, 2019, 287, 110203.

Plant evolution and environmental adaptation unveiled by long-read whole-genome sequencing
of<i>Spirodela</i>. Proceedings of the National Academy of Sciences of the United States of America, 7.1 76
2019, 116, 18893-18899.

Intra-Kernel Reallocation of Proteins in Maize Depends on VP1-Mediated Scutellum Development and
Nutrient Assimilation. Plant Cell, 2019, 31, tpc.00444.2019.

NAC-type transcription factors regulate accumulation of starch and protein in maize seeds.
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Maize VKS1 Regulates Mitosis and Cytokinesis During Early Endosperm Development. Plant Cell, 2019, 31,
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Genome-wide analysis of the plant-specific PLATZ proteins in maize and identification of their general
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Non-canonical regulation of SPL transcription factors by a human OTUB1-like deubiquitinase defines a
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Identification and expression of GRAS family genes in maize (Zea mays L.). PLoS ONE, 2017, 12, e0185418.

Functional conservation and diversification of
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Gene duplication confers enhanced expression of 27-kDa [3-zein for endosperm modification in quality
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Maize endosperm-specific transcription factors O2 and PBF network the regulation of protein and
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29 Theoretical and Applied Genetics, 2009, 119, 721-731.




