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230 â€œNegativibacillus massiliensisâ€• gen. nov., sp. nov., isolated from human left colon. New Microbes and
New Infections, 2017, 17, 36-38. 1.6 8

231 Rubeoparvulum massiliense gen. nov., sp. nov., a new bacterial genus isolated from the human gut of a
Senegalese infant with severe acute malnutrition. New Microbes and New Infections, 2017, 15, 49-60. 1.6 8

232 â€œCollinsella bouchesdurhonensisâ€• sp. nov., identified in human stool sample. New Microbes and New
Infections, 2017, 17, 39-40. 1.6 2

233 â€˜ Congobacterium massiliense â€™ gen. nov. sp. nov., a new bacterium isolated from the gut of a pygmy () Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 102 Td (Baka ) woman. New Microbes and New Infections, 2017, 15, 63-64.1.6 0

234
Taxonogenomics and description of Vaginella massiliensis gen. nov., sp. nov., strain Marseille P2517 T ,
a new bacterial genus isolated from the human vagina. New Microbes and New Infections, 2017, 15,
94-103.

1.6 5



15

Pierre E Fournier

# Article IF Citations

235 â€˜ Mobilibacterium massiliense â€™ gen. nov. and â€˜ Mobilibacterium timonense â€™ sp.Â nov., identified in a
human stool specimen. New Microbes and New Infections, 2017, 15, 61-62. 1.6 0

236 â€˜Acidaminococcus timonensisâ€™ sp. nov. and â€˜Acidaminococcus massiliensisâ€™ sp. nov. isolated from
human gut. New Microbes and New Infections, 2017, 15, 46-48. 1.6 3

237 â€˜Metaprevotella massiliensisâ€™ gen. nov., sp. nov., isolated from human ileum. New Microbes and New
Infections, 2017, 17, 33-35. 1.6 1

238 â€˜Millionella massiliensisâ€™ gen. nov., sp. nov., a new bacterial species isolated from human right colon.
New Microbes and New Infections, 2017, 17, 11-12. 1.6 4

239 â€˜Merdibacter massiliensisâ€™ gen. nov., sp. nov., isolated from human ileum. New Microbes and New
Infections, 2017, 15, 89-91. 1.6 2

240 â€˜Colibacter massiliensisâ€™ gen. nov., sp. nov., a new bacterial species isolated from human left colon.
New Microbes and New Infections, 2017, 17, 23-24. 1.6 1

241 â€˜Caecibacter massiliensisâ€™ gen. nov., sp. nov., isolated from human rightÂ colon. New Microbes and New
Infections, 2017, 17, 30-32. 1.6 0

242 â€˜Ileibacterium massilienseâ€™ gen. nov., sp. nov., a new bacterial species isolated from human ileum of a
patient with Crohn disease. New Microbes and New Infections, 2017, 17, 25-26. 1.6 7

243 â€˜Colidextribacter massiliensisâ€™ gen. nov., sp. nov., isolated from human right colon. New Microbes and
New Infections, 2017, 17, 27-29. 1.6 12

244 â€˜Duodenibacillus massiliensisâ€™ gen. nov., sp. nov., a new species identified in human duodenum. New
Microbes and New Infections, 2017, 17, 43-44. 1.6 1

245 Pacaella massiliensis gen. nov., sp. nov., a new bacterial species isolated from the human gut. New
Microbes and New Infections, 2017, 16, 32-33. 1.6 1

246 â€˜Intestinibacillus massiliensisâ€™ gen. nov., sp. nov., isolated from human left colon. New Microbes and
New Infections, 2017, 17, 18-20. 1.6 6

247 â€˜Tidjanibacter massiliensisâ€™ gen. nov., sp. nov., a new bacterial species isolated from human colon. New
Microbes and New Infections, 2017, 17, 21-22. 1.6 1

248 â€˜Pseudoflavonifractor phocaeensisâ€™ gen. nov., sp. nov., isolated from human left colon. New Microbes
and New Infections, 2017, 17, 15-17. 1.6 4

249 â€˜Bittarella massiliensisâ€™ gen. nov., sp. nov. isolated by culturomics from the gut of a healthy
28-year-old man. New Microbes and New Infections, 2017, 16, 28-29. 1.6 1

250 â€˜Pygmaiobacter massiliensisâ€™ sp. nov., a new bacterium isolated from the human gut of a Pygmy woman.
New Microbes and New Infections, 2017, 16, 37-38. 1.6 5

251 â€˜Gabonibacter timonensisâ€™ sp. nov., a new bacterium isolated from the human gut of a Pygmy woman.
New Microbes and New Infections, 2017, 16, 39-40. 1.6 0

252 â€˜Ndongobacter massiliensisâ€™ gen. nov., sp. nov., a new bacterial genus isolated from a human urine
sample after de novo kidney transplantation. New Microbes and New Infections, 2017, 16, 34-36. 1.6 9



16

Pierre E Fournier

# Article IF Citations

253 â€˜Bacillus massiliglacieiâ€™, a new bacterial species isolated from Siberian permafrost. New Microbes and
New Infections, 2017, 15, 92-93. 1.6 3

254 Paenibacillus phocaensis sp. nov., isolated from the gut microbiota of a healthy infant. New Microbes
and New Infections, 2017, 16, 13-24. 1.6 4

255 â€˜Traorella massiliensisâ€™ gen. nov., sp. nov., a new bacterial species isolated from the left colon of a
76-year-old woman. New Microbes and New Infections, 2017, 17, 13-14. 1.6 0

256 Arthrocladium fulminans Arthritis and Osteomyelitis. American Journal of Tropical Medicine and
Hygiene, 2017, 96, 16-0185. 1.4 2

257
Primary subacute epiphyseal osteomyelitis caused by Mycobacterium species in young children: a
modern diagnostic approach. European Journal of Clinical Microbiology and Infectious Diseases, 2017,
36, 771-777.

2.9 10

258
Description of â€˜Gorbachella massiliensisâ€™ gen. nov., sp. nov., â€˜Fenollaria timonensisâ€™ sp. nov.,
â€˜Intestinimonas timonensisâ€™ sp. nov. and â€˜Collinsella ihuaeâ€™ sp. nov. isolated from healthy fresh stools
with culturomics. New Microbes and New Infections, 2017, 16, 60-62.

1.6 11

259 Genomic analysis of a Streptococcus pyogenes strain causing endocarditis in a child. New Microbes
and New Infections, 2017, 17, 1-6. 1.6 2

260 Nocardiosis in the south of France over a 10-years period, 2004â€“2014. International Journal of
Infectious Diseases, 2017, 57, 13-20. 3.3 47
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