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Genome-Wide Sequencing of Cell-Free DNA Identifies Copy-Number Alterations That Can Be Used for
Monitoring Response to Immunotherapy in Cancer Patients. Molecular Cancer Therapeutics, 2019, 18,
448-458.

Incidental Detection of Maternal Neoplasia in Noninvasive Prenatal Testing. Clinical Chemistry, 2018,
64, 329-335. 8.2 7

Using Targeted Sequencing of Paralogous Sequences for Noninvasive Detection of Selected Fetal
Aneuploidies. Clinical Chemistry, 2016, 62, 1621-1629.

Reply. American Journal of Obstetrics and Gynecology, 2016, 215, 534-535. 1.3 0

Clinical validation of a noninvasive prenatal test for genomewide detection of fetal copy number
variants. American Journal of Obstetrics and Gynecology, 2016, 215, 227.e1-227.e16.

Determination of fetal DNA fraction from the plasma of pregnant women using sequence read counts.

Prenatal Diagnosis, 2015, 35, 810-815. 2.3 179

Whole genome bisulfite sequencing of cell-free DNA and its cellular contributors uncovers placenta
hypomethylated domains. Genome Biology, 2015, 16, 78.

Detection of Fetal Subchromosomal Abnormalities by Sequencing Circulating Cell-Free DNA from 3.9 195
Maternal Plasma. Clinical Chemistry, 2015, 61, 608-616. :

Fetal Aneuploidy Detection by Cell-Free DNA Sequencing for Multiple Pregnancies and Quality Issues
with Vanishing Twins. Journal of Clinical Medicine, 2014, 3, 679-692.

Noninvasive prenatal screening for fetal trisomies 21, 18, 13 and the common sex chromosome
aneuploidies from maternal blood using massively parallel genomic sequencing of DNA. American 1.3 151
Journal of Obstetrics and Gynecology, 2014, 211, 365.e1-365.e12.

Maternal plasma DNA testing for aneuploidy in pregnancies achieved by assisted reproductive
technologies. Genetics in Medicine, 2014, 16, 419-422.

Noninvasive Detection of a Balanced Fetal Translocation from Maternal Plasma. Clinical Chemistry,
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Noninvasive prenatal detection of sex chromosomal aneuploidies by sequencing circulating celld€free
DNA from maternal plasma. Prenatal Diagnosis, 2013, 33, 591-597.

Optimizing blood collection, transport and storage conditions for cell free DNA increases access to

prenatal testing. Clinical Biochemistry, 2013, 46, 1099-1104. 19 121

High-Throughput Massively Parallel Sequencing for Fetal Aneuploidy Detection from Maternal
Plasma. PLoS ONE, 2013, 8, e57381.

Detection of Microdeletion 22q11.2 in a Fetus by Next-Generation Sequencing of Maternal Plasma. 3.9 115
Clinical Chemistry, 2012, 58, 1148-1151. ’

DNA Sequencing of Maternal Plasma to Detect Down Syndrome. Obstetrical and Gynecological

Survey, 2012, 67, 86-88.

DNA sequencing of maternal plasma reliably identifies trisomy 18 and trisomy 13 as well as Down

syndrome: an international collaborative study. Genetics in Medicine, 2012, 14, 296-305. 24 471
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DNA sequencing of maternal plasma to identify Down syndrome and other trisomies in multiple
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Stemness of the Organ of Corti Relates to the Epigenetic Status of Sox2 Enhancers. PLoS ONE, 2012, 7,
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Restriction Enzymea€“Mediated Enhanced Detection of Circulating Cell-Free Fetal DNA in Maternal
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DNA sequencing of maternal plasma to detect Down syndrome: An international clinical validation 0.4 809
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Hypermethylation of Genes for Diagnosis and Risk Stratification of Prostate Cancer. Cancer
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Oct4-Induced Pluripotency in Adult Neural Stem Cells. Cell, 2009, 136, 411-419.

Wnt inhibitory factor 1 is epigenetically silenced in human osteosarcoma, and targeted disruption
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