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ARTICLE IF CITATIONS

Genome wide natural variation of H3K27me3 selectively marks genes predicted to be important for cell
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An integrative analysis of post-translational histone modifications in the marine diatom
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Insights into the role of DNA methylation in diatoms by genome-wide profiling in Phaeodactylum
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Protocol: Chromatin immunoprecipitation (ChIP) methodology to investigate histone modifications in

two model diatom species. Plant Methods, 2012, 8, 48.




