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ARTICLE

SARS-CoV-2 Omicron is an immune escape variant with an altered cell entry pathway. Nature
Microbiology, 2022, 7, 1161-1179.

Genomic epidemiology reveals multiple introductions of SARS-CoV-2 from mainland Europe into
Scotland. Nature Microbiology, 2021, 6, 112-122.
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Evolution of a zoonotic pathogen: investigating prophage diversity in enterohaemorrhagic
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