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regulates its aggregation state, the glycolytic activity and sphingolipid status in <i>Saccharomyces
cerevisiae<[i>. Microbial Biotechnology, 2020, 13, 562-571.
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Protein Rinase Snfl is involved in the proper regulation of the unfolded protein response in
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Genetic and Phenotypic Characteristics of Baker's Yeast: Relevance to Baking. Annual Review of Food
Science and Technology, 2013, 4, 191-214.
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Multicopy Suppression Screening of Saccharomyces cerevisiae Identifies the Ubiquitination Machinery
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Global expression studies in baker's yeast reveal target genes for the improvement of
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Characterization of a Torulaspora delbrueckii diploid strain with optimized performance in sweet and

frozen sweet dough. International Journal of Food Microbiology, 2007, 116, 103-110. 4.7 13
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Gene Expression Analysis of Cold and Freeze Stress in Baker's Yeast. Applied and Environmental a1 59
Microbiology, 2002, 68, 3024-3030. :

Engineering of baker's yeasts,E. coliandBacillushosts for the production ofBacillus subtilisLipase A.
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fromTorulaspora delbrueckii. Yeast, 2002, 19, 1431-1435. )

Isolation, Purification, and Characterization of a Cold-Active Lipase fromAspergillus nidulans.
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Expression ofAspergillus oryzaeAZA+-amylase gene inSaccharomyces cerevisiae. FEMS Microbiology L8 20
Letters, 1993, 112,119-124. ’

Direct derivative sEectrophotometric determination of nitrazepam and clonazepam in biological
armaceutical and Biomedical Analysis, 1991, 9, 539-545.

fluids. Journal of P




