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30 The genetics of central corneal thickness. British Journal of Ophthalmology, 2010, 94, 971-976. 3.9 96

31 Meta-analysis of genome-wide association studies identifies novel loci that influence cupping and the
glaucomatous process. Nature Communications, 2014, 5, 4883. 12.8 89
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39 Metaâ€•analysis of Genomeâ€•Wide Association Studies Identifies Novel Loci Associated With Optic Disc
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56 A single-nucleotide polymorphism in the MicroRNA-146a gene is associated with diabetic nephropathy
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59 Heritability of Central Corneal Thickness in Nuclear Families. , 2009, 50, 4087. 49
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