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Genome-wide association study reveals new insights into the heritability and genetic correlates of
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Mutations associated with neuropsychiatric conditions delineate functional brain connectivity

dimensions contributing to autism and schizophrenia. Nature Communications, 2020, 11, 5272.

Fractionating autism based on neuroanatomical normative modeling. Translational Psychiatry, 2020,
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Dissecting the phenotypic heterogeneity in sensory features in autism spectrum disorder: a factor
mixture modelling approach. Molecular Autism, 2020, 11, 67.

A chimeric mouse model to study human iPSC-derived neurons: the case of a truncating SHANK3 16 ;
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Mutations in ACTL6B Cause Neurodevelopmental Deficits and Epilepsy and Lead to Loss of Dendrites in
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Altered spinogenesis in iPSC-derived cortical neurons from patients with autism carrying de novo 16 51
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Research, 2017, 10, 680-689.
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Mutations of the X-linked genes encoding neuroligins NLGN3 and NLGN4 are associated with autism.
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