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The mouse Ovol2 gene is required for cranial neural tube development. Developmental Biology, 2006,
291, 38-52. 0 o8

Integrative multicellular biological modeling: a case study of 3D epidermal development using GPU

algorithms. BMC Systems Biology, 2010, 4, 107.
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Pygopus and the Wnt signaling pathway: A diverse set of connections. BioEssays, 2008, 30, 448-456.

Ovol2 Suppresses Cell Cycling and Terminal Differentiation of Keratinocytes by Directly Repressing 3.4 53
c-Myc and Notch1. Journal of Biological Chemistry, 2009, 284, 29125-29135. )

Ovol2, a Mammalian Homolog of Drosophila ovo: Gene Structure, Chromosomal Mapping, and
Aberrant Expression in Blind-Sterile Mice. Genomics, 2002, 80, 319-325.

Integrative ChlP-seq/Microarray Analysis Identifies a CTNNB1 Target Signature Enriched in Intestinal

Stem Cells and Colon Cancer. PLoS ONE, 2014, 9, e92317. 2:5 h

Ovoll represses its own transcription by competing with transcription activator c-Myb and by
recruiting histone deacetylase activity. Nucleic Acids Research, 2007, 35, 1687-1697.
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