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The Role of Recent Admixture in Forming the Contemporary West Eurasian Genomic Landscape. 3.9 68
Current Biology, 2015, 25, 2518-2526. :

Integration of genome-wide association studies with biological knowledge identifies six novel genes
related to Ridney function. Human Molecular Genetics, 2012, 21, 5329-5343.

Vitamin D receptor polymorphism and susceptibility to type 1 diabetes in the Dalmatian population.
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Population. Biology, 2022, 11, 394. 2.8 1
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