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Nucleosome recognition and DNA distortion by the Chd1 remodeler in a nucleotide-free state. Nature
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Autoinhibitory elements of the Chd1 remodeler block initiation of twist defects by destabilizing the
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Reconstitution and Purification of Nucleosomes with Recombinant Histones and Purified DNA.
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The Chd1 chromatin remodeler forms long-lived complexes with nucleosomes in the presence of
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Remodeling the genome with DNA twists. Science, 2019, 366, 35-36.

Uncovering a New Step in Sliding Nucleosomes. Trends in Biochemical Sciences, 2019, 44, 643-645. 7.5 4

Direct observation of coordinated DNA movements on the nucleosome during chromatin
remodelling. Nature Communications, 2019, 10, 1720.

Asymmetry between the two acidic patches dictates the direction of nucleosome sliding by the ISWI
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Missense variants in the chromatin remodeler <i>CHD1<[i> are associated with neurodevelopmental
disability. Journal of Medical Genetics, 2018, 55, 561-566.

A twist defect mechanism for ATP-dependent translocation of nucleosomal DNA. ELife, 2018, 7, . 6.0 45

The ATPase motor of the Chd1 chromatin remodeler stimulates DNA unwrapping from the nucleosome.
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Interdomain Communication of the Chd1 Chromatin Remodeler across the DNA Gyres of the 0.7 67
Nucleosome. Molecular Cell, 2017, 65, 447-459.e6. :

The Sequence of Nucleosomal DNA Modulates Sliding by the Chd1 Chromatin Remodeler. Journal of
Molecular Biology, 2017, 429, 808-822.

The Chd1 Chromatin Remodeler Shifts Nucleosomal DNA Bidirectionally as a Monomer. Molecular o7 50
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A glimpse into chromatin remodeling. Nature Structural and Molecular Biology, 2017, 24, 498-500.

Sequence&€specific targeting of chromatin remodelers organizes precisely positioned nucleosomes

throughout the genome. BioEssays, 2017, 39, 1-8. 2:5 133
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The Chd1 chromatin remodeler can sense both entry and exit sides of the nucleosome. Nucleic Acids

Research, 2016, 44, 7580-7591.
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Sequence-targeted nucleosome sliding in vivo by a hybrid Chd1 chromatin remodeler. Genome
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The Chd1 chromatin remodeler shifts hexasomes unidirectionally. ELife, 2016, 5, .
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Post-Translational Modifications of Histones That Influence Nucleosome Dynamics. Chemical Reviews, 477 384
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Dynamic regulation of transcription factors by nucleosome remodeling. ELife, 2015, 4, .

Decoupling nucleosome recognition from DNA binding dramatically alters the properties of the Chd1 145 36
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Identification of Residues in Chromodomain Helicase DNA-Binding Protein 1 (Chd1) Required for
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Crystal Structure of the Chromodomain Helicase DNA-binding Protein 1 (Chd1) DNA-binding Domain in
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The Chromodomains of the Chd1 Chromatin Remodeler Regulate DNA Access to the ATPase Motor.
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