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Novel circovirus species identified in farmed pigs designated as <i>Porcine circovirus</i> 4, Hunan

province, China. Transboundary and Emerging Diseases, 2020, 67, 1057-1061. 3.0 172

Porcine circoviruses: current status, knowledge gaps and challenges. Virus Research, 2020, 286,
198044.
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Development of a novel fluorescent microbead-based immunoassay and comparison with three
enzyme-linked immunoassays for detection of anti-Erysipelothrix spp. IgG antibodies in pigs with
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Increased frequency of porcine epidemic diarrhea virus shedding and lesions in suckling pigs
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Improving ante mortem diagnosis of Erysipelothrix rhusiopathiae infection by use of oral fluids for
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respiratory syndrome virus infection. Virus Research, 2011, 158, 33-36.

Concurrent porcine circovirus type 2a (PCV2a) or PCV2b infection increases the rate of amino acid
mutations of porcine reproductive and respiratory syndrome virus (PRRSV) during serial passages in 2.2 12
pigs. Virus Research, 2013, 178, 445-451.

Isolation and Characterization of Porcine Astrovirus 5 from a Classical Swine Fever Virus-Infected
Specimen. Journal of Virology, 2020, 95, .
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