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N6-methyladenosine regulates RNA abundance of SARS-CoV-2. Cell Discovery, 2021, 7, 7.
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5-methylcytosine promotes pathogenesis of bladder cancer through stabilizing mRNAs. Nature Cell
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Single-cell RNA-seq highlights intra-tumoral heterogeneity and malignant progression in pancreatic
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Dynamic methylome of internal mMRNA N7-methylguanosine and its regulatory role in translation. Cell
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Insight into novel RNA-binding activities via large-scale analysis of IncRNA-bound proteome and
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An alternative CTCF isoform antagonizes canonical CTCF occupancy and changes chromatin
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Notch signaling. Cell Research, 2018, 28, 249-252. 120 84



20

22

24

26

ARTICLE IF CITATIONS

Dynamic transcriptomic m6A decoration: writers, erasers, readers and functions in RNA metabolism.
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Smg6/Est] licenses embryonic stem cell differentiation via nonsensed€mediated <scp>mRNA</[scp> decay. 78 108
EMBO Journal, 2015, 34, 1630-1647. )
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