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neglected food security issue. Food Chemistry, 2021, 345, 128723. 4.2 5
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of Agricultural, Biological, and Environmental Statistics, 2021, 26, 267-288. 0.7 3
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19 Early prediction of biomass in hybrid rye based on hyperspectral data surpasses genomic predictability
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winter wheat variety trials. Theoretical and Applied Genetics, 2021, 134, 1281-1302. 1.8 19
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26 Yield variability trends of winter wheat and spring barley grown during 1932â€“2019 in the Askov
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30 Highâ€•throughput field phenotyping reveals genetic variation in photosynthetic traits in durum wheat
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Agroforestry Systems Using UAV-Borne Remote Sensing. Remote Sensing, 2021, 13, 2751. 1.8 17
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37 Effect of missing values in multiâ€•environmental trials on variance component estimates. Crop Science,
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42 Unraveling spatiotemporal variability of arbuscular mycorrhizal fungi in a temperate grassland plot.
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52 Soil microbial community structure and function mainly respond to indirect effects in a
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53 Novel strategies for genomic prediction of untested single-cross maize hybrids using unbalanced
historical data. Theoretical and Applied Genetics, 2020, 133, 443-455. 1.8 22

54 Microbial growth and carbon use efficiency show seasonal responses in a multifactorial climate
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Contrasting effects of cover crops on earthworms: Results from field monitoring and laboratory
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57 Nonproportional Hazards in Network Meta-Analysis: Efficient Strategies for Model Building and
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59 Linear Variance, P-splines and Neighbour Differences for Spatial Adjustment in Field Trials: How are
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Guest Editorsâ€™ Introduction to the Special Issue on â€œRecent Advances in Design and Analysis of
Experiments and Observational Studies in Agricultureâ€•. Journal of Agricultural, Biological, and
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61 Influence of A Cooled, Solid Lying Area on the Pen Fouling and Lying Behavior of Fattening Pigs.
Agriculture (Switzerland), 2020, 10, 307. 1.4 10

62 Long-term analysis from a cropping system perspective: Yield stability, environmental adaptability, and
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64 Determination of litter derived C and N in litterbags and soil using stable isotopes prevents
overestimation of litter decomposition in alley cropping systems. Pedobiologia, 2020, 81-82, 150651. 0.5 4
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The effects of cropping sequence, fertilization and straw management on the yield stability of winter
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67 Long-term historical and projected herbivore population dynamics in Ngorongoro crater, Tanzania.
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69 Decoupling of impact factors reveals the response of German winter wheat yields to climatic
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71 Generating experimental designs for estimation of genetically related treatment effects using SAS.
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simulation and empirical data. BMC Genomics, 2020, 21, 43. 1.2 6
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84 Efficiency of Genomic Prediction of Nonassessed Testcrosses. Crop Science, 2019, 59, 2020-2027. 0.8 8
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Statistics, 2018, 23, 255-275. 0.7 8



8

H-P Piepho

# Article IF Citations

109 A tutorial on the statistical analysis of factorial experiments with qualitative and quantitative
treatment factor levels. Journal of Agronomy and Crop Science, 2018, 204, 429-455. 1.7 59

110 Single-Parent Expression Is a General Mechanism Driving Extensive Complementation of Non-syntenic
Genes in Maize Hybrids. Current Biology, 2018, 28, 431-437.e4. 1.8 50

111 Higher grain yield and higher grain protein deviation underline the potential of hybrid wheat for a
sustainable agriculture. Plant Breeding, 2018, 137, 326-337. 1.0 46

112 What's normal anyway? Residual plots are more telling than significance tests when checking
<scp>ANOVA</scp> assumptions. Journal of Agronomy and Crop Science, 2018, 204, 86-98. 1.7 227

113 An Evaluation of Error Variance Bias in Spatial Designs. Journal of Agricultural, Biological, and
Environmental Statistics, 2018, 23, 83-91. 0.7 6

114 Factors controlling the variability of organic matter in the top- and subsoil of a sandy Dystric
Cambisol under beech forest. Geoderma, 2018, 311, 37-44. 2.3 55

115 Efficiency of genomic prediction of non-assessed single crosses. Heredity, 2018, 120, 283-295. 1.2 17
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