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51 Ultraconserved elements (UCEs) illuminate the population genomics of a recent, high-latitude avian
speciation event. PeerJ, 2018, 6, e5735. 0.9 31

52
Complete mitogenome sequences of the pacific red snapper (<i>Lutjanus peru</i>) and the spotted rose
snapper (<i>Lutjanus gutattus</i>). Mitochondrial DNA Part A: DNA Mapping, Sequencing, and Analysis,
2017, 28, 223-224.

0.7 6

53
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