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Bacterial Infection Drives the Expression Dynamics of microRNAs and Their isomiRs. PLoS Genetics,
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piRNAAtranscription. EMBO Journal, 2015, 34, 3009-3027. :

Computing siRNA and piRNA Overlap Signatures. Methods in Molecular Biology, 2014, 1173, 135-146.

Isolation of Small Interfering RNAs Using Viral Suppressors of RNA Interference. Methods in 0.9 o
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piRNAs and epigenetic conversion inDrosophila. Fly, 2013, 7, 237-241. 1.7 9
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Pathogens, 2012, 8, e1002872. :
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Antiviral immunity in Drosophila requires systemic RNA interference spread. Nature, 2009, 458, 346-350. 27.8 243
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The RNA silencing endonuclease Argonaute 2 mediates specific antiviral immunity in Drosophila
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Ligand-dependent de-repression via ECR/USP acts as a gate to coordinate the differentiation of sensory

neurons in the Drosophila wing. Development (Cambridge), 2005, 132, 5239-5248.

The Histone H3 Acetylase dGcn5 Is a Key Player in Drosophila melanogaster Metamorphosis. Molecular 9.3 92
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