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Cohesin mutations are synthetic lethal with stimulation of WNT signaling. ELife, 2020, 9, . 2.8 22
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Overexpression of the cohesin-core subunit SMC1A contributes to colorectal cancer development.
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Separase prevents genomic instability by controlling replication fork speed. Nucleic Acids Research,
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Antioxidant treatment ameliorates phenotypic features of SMC1A-mutated Cornelia de Lange syndrome
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A role for Separase in telomere protection. Nature Communications, 2016, 7, 10405.
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Mutant cohesin affects RNA polymerase Il regulation in Cornelia de Lange syndrome. Scientific 16 35
Reports, 2015, 5, 16803. :

SMC1B is present in mammalian somatic cells and interacts with mitotic cohesin proteins. Scientific
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Early senescence in heterozygous ABCA1 mutation skin fibroblasts: A gene dosage effect beyond HDL
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Damaging-agent sensitivity of Artemis-deficient cell lines. European Journal of Immunology, 2005, 35,
1250-1256.
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