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Monocyte subsets, T cell activation profiles, and stroke in men and women: The Multi-Ethnic Study of
Atherosclerosis and Cardiovascular Health Study. Atherosclerosis, 2022, 351, 18-25.

Plasma epoxyeicosatrienoic acids and dihydroxyeicosatrieonic acids, insulin, glucose and risk of

diabetes: The strong heart study. EBioMedicine, 2021, 66, 103279. 6.1 4

Nonclassical Monocytes (CD14dimCD16+) Are Associated With Carotid Intima-Media Thickness
Progression for Men but Not Women. Arteriosclerosis, Thrombosis, and Vascular Biology, 2021, 41,
1810-1817.

Comparison of adaptive multiple phenotype association tests using summary statistics in genome-wide

association studies. Human Molecular Genetics, 2021, 30, 1371-1383. 2.9 1

Association of immune cell subsets with cardiac mechanics in the Multi-Ethnic Study of
Atherosclerosis. JCl Insight, 2021, 6, .

A systematic analysis of protein-altering exonic variants in chronic obstructive pulmonary disease.

American Journal of Physiology - Lung Cellular and Molecular Physiology, 2021, 321, L130-L143. 2.9 1

Rare and low-frequency exonic variants and gene-by-smoking interactions in pulmonary function.
Scientific Reports, 2021, 11, 19365.
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Role of Rare and Low-Frequency Variants in Gene-Alcohol Interactions on Plasma Lipid Levels.
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