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factor H ( <i>CFH<[i> ) gene family. Proceedings of the National Academy of Sciences of the United
States of America, 2018, 115, E4433-E4442.

Synonymous variants in HTRA1 implicated in AMD susceptibility impair its capacity to regulate TGF-I2

signaling. Human Molecular Genetics, 2015, 24, 6361-6373. 2.9 42

Costa€effective molecular inversion probed€based <i>ABCA4<[i> sequencing reveals deepa€intronic variants
in Stargardt disease. Human Mutation, 2019, 40, 1749-1759.

A transcriptome-wide association study based on 27 tissues identifies 106 genes potentially relevant

for disease pathology in age-related macular degeneration. Scientific Reports, 2020, 10, 1584. 3.3 39

MonoallelicABCA4Mutations Appear Insufficient to Cause Retinopathy: A Quantitative
Autofluorescence Study. , 2015, 56, 8179.

Choroidal Flow Signal in Late-Onset Stargardt Disease and Age-Related Macular Degeneration: An 38
OCT-Angiography Study. , 2018, 59, AMD122.

Common synonymous variants in ABCA4 are protective for chloroquine induced maculopathy (toxic) Tj ETQq1 1 0.784314 rgBT [Ove

The agonistic TSPO ligand XBD173 attenuates the glial response thereby protecting inner retinal
neurons in a murine model of retinal ischemia. Journal of Neuroinflammation, 2019, 16, 43.

7.2 35



38

40

42

44

46

48

50

52

54

BERNHARD H F WEBER

ARTICLE IF CITATIONS
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