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143 Combined snake venomics and venom gland transcriptomic analysis of Bothropoides pauloensis.
Journal of Proteomics, 2012, 75, 2707-2720. 2.4 63

144 Substrate specificity of the Chamaerops excelsa palm tree peroxidase. A steady-state kinetic study.
Journal of Molecular Catalysis B: Enzymatic, 2012, 74, 103-108. 1.8 14
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145 Snake venomics and toxicological profiling of the arboreal pitviper Bothriechis supraciliaris from
Costa Rica. Toxicon, 2012, 59, 592-599. 1.6 31

146 224. Snake Venomics of Crotalus tigris. Evolutionary Clues for Generating a Pan-Specific Antivenom
Against Crotalid Type II Venoms. Toxicon, 2012, 60, 210. 1.6 0

147 228. Venom Variability and Envenoming Severity Outcomes of the Crotalus scutulatus scutulatus
(Mojave Rattlesnake) from Southern Arizona. Toxicon, 2012, 60, 212. 1.6 0

148 First draft of the genomic organization of a PIII-SVMP gene. Toxicon, 2012, 60, 455-469. 1.6 14

149 Second generation snake antivenomics: Comparing immunoaffinity and immunodepletion protocols.
Toxicon, 2012, 60, 688-699. 1.6 96

150 Recombinant expression of mutants of the Frankenstein disintegrin, RTS-ocellatusin. Evidence for the
independent origin of RGD and KTS/RTS disintegrins. Toxicon, 2012, 60, 665-675. 1.6 14

151 Venomics, what else?. Toxicon, 2012, 60, 427-433. 1.6 13
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Snake Venomics of African Spitting Cobras: Toxin Composition and Assessment of Congeneric
Cross-Reactivity of the Pan-African EchiTAb-Plus-ICP Antivenom by Antivenomics and Neutralization
Approaches. Journal of Proteome Research, 2011, 10, 1266-1280.

3.7 191

153 Venomic and Antivenomic Analyses of the Central American Coral Snake,<i>Micrurus
nigrocinctus</i>(Elapidae). Journal of Proteome Research, 2011, 10, 1816-1827. 3.7 105

154 Comparative study of the cytolytic activity of snake venoms from African spitting cobras (Naja spp.,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 382 Td (Elapidae) and its neutralization by a polyspecific antivenom. Toxicon, 2011, 58, 558-564.1.6 43

155
Proteomic analysis of ontogenetic and diet-related changes in venom composition of juvenile and
adult Dusky Pigmy rattlesnakes (Sistrurus miliarius barbouri). Journal of Proteomics, 2011, 74,
2169-2179.

2.4 105

156 JPROT=âˆ‘3Y>1017m5.074IF2Tu. Journal of Proteomics, 2011, 74, 1827-1828. 2.4 0

157
Quality of boar spermatozoa from the sperm-peak portion of the ejaculate after simplified freezing in
MiniFlatpacks compared to the remaining spermatozoa of the sperm-rich fraction. Theriogenology,
2011, 75, 1175-1184.

2.1 25

158 Proteomic tools against the neglected pathology of snake bite envenoming. Expert Review of
Proteomics, 2011, 8, 739-758. 3.0 156

159 Protein Composition of Seminal Plasma in Fractionated Stallion Ejaculates. Reproduction in Domestic
Animals, 2011, 46, e79-84. 1.4 23

160 Seminal Plasma Proteins: What Role Do They Play?. American Journal of Reproductive Immunology, 2011,
66, 11-22. 1.2 284

161
Crystal structure of the zinc-, cobalt-, and iron-containing adenylate kinase from Desulfovibrio gigas:
a novel metal-containing adenylate kinase from Gram-negative bacteria. Journal of Biological
Inorganic Chemistry, 2011, 16, 51-61.

2.6 8

162 Profiling the venom gland transcriptomes of Costa Rican snakes by 454 pyrosequencing. BMC
Genomics, 2011, 12, 259. 2.8 96
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163
NMR structure and dynamics of recombinant wild type and mutated jerdostatin, a selective inhibitor
of integrin Î±<sub>1</sub>Î²<sub>1</sub>. Proteins: Structure, Function and Bioinformatics, 2011, 79,
2530-2542.

2.6 11

164
Snake population venomics and antivenomics of Bothrops atrox: Paedomorphism along its
transamazonian dispersal and implications of geographic venom variability on snakebite management.
Journal of Proteomics, 2011, 74, 510-527.
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167 Omic technologies to fight the neglect. Journal of Proteomics, 2011, 74, 1483-1484. 2.4 4

168 Proteomics in Venom Research: a Focus on PLA2 Molecules. Acta Chimica Slovenica, 2011, 58, 629-37. 0.6 11

169 Spermadhesin PSP-I/PSP-II heterodimer induces migration of polymorphonuclear neutrophils into the
uterine cavity of the sow. Journal of Reproductive Immunology, 2010, 84, 57-65. 1.9 55
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Antivenomic Assessment of the Immunological Reactivity of EchiTAb-Plus-ICP, an Antivenom for the
Treatment of Snakebite Envenoming in Sub-Saharan Africa. American Journal of Tropical Medicine and
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Research, 2010, 9, 4234-4241.

3.7 55
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range of clinical use of antivenoms. Toxicon, 2010, 56, 1284-1291. 1.6 61

176 Isolation and biological characterization of Batx-I, a weak hemorrhagic and fibrinogenolytic PI
metalloproteinase from Colombian Bothrops atrox venom. Toxicon, 2010, 56, 936-943. 1.6 45

177 Recombinant expression in human cells of active integrin Î±1Î²1-blocking RTS-disintegrin jerdostatin.
Toxicon, 2010, 56, 1052-1058. 1.6 12
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Snake Venomics of the Central American Rattlesnake <i>Crotalus simus</i> and the South American
<i>Crotalus durissus</i> Complex Points to Neurotoxicity as an Adaptive Paedomorphic Trend along
<i>Crotalus</i> Dispersal in South America. Journal of Proteome Research, 2010, 9, 528-544.

3.7 206

179 Crystal structure and statistical coupling analysis of highly glycosylated peroxidase from royal palm
tree (Roystonea regia). Journal of Structural Biology, 2010, 169, 226-242. 2.8 41

180 Isolation of an acidic phospholipase A2 from the venom of the snake Bothrops asper of Costa Rica:
Biochemical and toxicological characterizationâ˜†. Biochimie, 2010, 92, 273-283. 2.6 72
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at Understanding the Biodiversity of Venoms. , 2010, , 45-72. 10

182
Impact of Regional Variation in <i>Bothrops asper</i> Snake Venom on the Design of Antivenoms:
Integrating Antivenomics and Neutralization Approaches. Journal of Proteome Research, 2010, 9,
564-577.
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183 Brief History and Molecular Determinants of Snake Venom Disintegrin Evolution. , 2010, , 285-300. 13

184 Effect of VP12 and viperistatin on inhibition of collagen receptors: dependent melanoma metastasis.
Cancer Biology and Therapy, 2009, 8, 1507-1516. 3.4 55

185 Mitochondrial and Nuclear Localization of a Novel Pea Thioredoxin: Identification of Its
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186
Proteomic Analysis of Phosphorylated Nuclear Proteins Underscores Novel Roles for Rapid Actions
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188
Snake Population Venomics: Proteomics-Based Analyses of Individual Variation Reveals Significant
Gene Regulation Effects on Venom Protein Expression in Sistrurus Rattlesnakes. Journal of Molecular
Evolution, 2009, 68, 113-125.

1.8 81
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Developmental and Physical Disabilities, 2009, 32, 505-513. 3.6 54

190
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191 Isolation and characterization of a new Cuâ€“Fe protein from Desulfovibrio aminophilus DSM12254.
Journal of Inorganic Biochemistry, 2009, 103, 1314-1322. 3.5 3

192 Combined snake venomics and venom gland transcriptomic analysis of the ocellated carpet viper,
Echis ocellatus. Journal of Proteomics, 2009, 71, 609-623. 2.4 122
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management. Journal of Proteomics, 2009, 72, 227-240.
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194 Snake venomics and antivenomics: Proteomic tools in the design and control of antivenoms for the
treatment of snakebite envenoming. Journal of Proteomics, 2009, 72, 165-182. 2.4 180
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pathology. Journal of Proteomics, 2009, 72, 121-126. 2.4 49

196
Snake venomics and antivenomics of Bothrops atrox venoms from Colombia and the Amazon regions
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trend towards paedomorphism. Journal of Proteomics, 2009, 73, 57-78.

2.4 155

197
Exploring the Venom Proteome of the Western Diamondback Rattlesnake, <i>Crotalus atrox</i>, via
Snake Venomics and Combinatorial Peptide Ligand Library Approaches. Journal of Proteome Research,
2009, 8, 3055-3067.
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198 Exposure to the seminal plasma of different portions of the boar ejaculate modulates the survival of
spermatozoa cryopreserved in MiniFlatPacks. Theriogenology, 2009, 71, 662-675. 2.1 63
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199 Studies on the venom proteome of Bothrops asper: Perspectives and applications. Toxicon, 2009, 54,
938-948. 1.6 43

200 Analysis of chronic lymphotic leukemia transcriptomic profile: differences between molecular
subgroups. Leukemia and Lymphoma, 2009, 50, 68-79. 1.3 21

201 Structural requirements of KTS-disintegrins for inhibition of Î±1Î²1 integrin. Biochemical Journal, 2009,
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202 Snake Venomics and Disintegrins. , 2009, , 337-357. 4
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204
Snake venomics of the South and Central American Bushmasters. Comparison of the toxin
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A new type of metal-binding site in cobalt- and zinc-containing adenylate kinases isolated from
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Biophysica Acta - Proteins and Proteomics, 2008, 1784, 856-862. 2.3 6
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lanceolatus</i>: Correlation with Toxicological Activities and Immunoreactivity of a Heterologous
Antivenom. Journal of Proteome Research, 2008, 7, 4396-4408.
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218 Evolution of Snake Venom Disintegrins by Positive Darwinian Selection. Molecular Biology and
Evolution, 2008, 25, 2391-2407. 8.9 131

219 <i>Staphylococcus aureus</i> Pathogenicity Island DNA Is Packaged in Particles Composed of Phage
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220
Insights into the structural basis of the pH-dependent dimerâ€“tetramer equilibrium through
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the snake Bothrops asper. Brazilian Journal of Medical and Biological Research, 2008, 41, 12-17. 1.5 37
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1 Integrin. Current Pharmaceutical Design, 2007, 13, 2853-2859. 1.9 49
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3.7 100
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236 Isolation and characterization of the main small heat shock proteins induced in tomato pericarp by
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241 Immunolocalization and Possible Functional Role of PSP-I/PSP-II Heterodimer in Highly Extended Boar
Spermatozoa. Journal of Andrology, 2006, 27, 766-773. 2.0 44
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