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ARTICLE

Computational analysis of GAL pathway pinpoints mechanisms underlying natural variation. PLoS
Computational Biology, 2021, 17, e1008691.
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Polymorphisms in the yeast galactose sensor underlie a natural continuum of nutrient-decision
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Natural Variation in Preparation for Nutrient Depletion Reveals a Costa€“Benefit Tradeoff. PLoS
Biology, 2015, 13, e1002041.
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