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29 Fully hydrophobic HIV gp41 adopts a hemifusion-like conformation in phospholipid bilayers. Journal of
Biological Chemistry, 2019, 294, 14732-14744. 1.6 11

30 The peptide hormone glucagon forms amyloid fibrils with two coexisting Î²-strand conformations.
Nature Structural and Molecular Biology, 2019, 26, 592-598. 3.6 58
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and EXORCYCLE. Journal of Magnetic Resonance, 2004, 168, 358-365. 1.2 55

170 Long-Range1Hâˆ’19F Distance Measurement in Peptides by Solid-State NMR. Journal of the American
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Spectroscopy. Journal of the American Chemical Society, 2002, 124, 874-883. 6.6 162

183 Solid-State NMR Investigations of Peptideâˆ’Lipid Interaction and Orientation of a Î²-Sheet Antimicrobial
Peptide, Protegrinâ€ . Biochemistry, 2002, 41, 9852-9862. 1.2 158

184 Conformational changes of colicin Ia channel-forming domain upon membrane binding: a solid-state
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