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Colour, chemical compounds, and antioxidant capacity of Astragali Radix based on untargeted
metabolomics and targeted quantification. Phytochemical Analysis, 2022, 33, 599-611.

Molecular cloning and functional characterization of an isoflavone glucosyltransferase from

Pueraria thomsonii. Chinese Journal of Natural Medicines, 2022, 20, 133-138. 1.3 3

An Evaluation of Traits, Nutritional, and Medicinal Component Quality of Polygonatum cyrtonema
Hua and P. sibiricum Red.. Frontiers in Plant Science, 2022, 13, 891775.

Morphogenesis, ultrastructure, and chemical profiling of trichomes in Artemisia argyi H. LA©v. &amp;
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Comparative proteomics reveals biochemical changes in Salvia miltiorrhiza Bunge during sweating
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Transcriptome-wide identification of WRKY transcription factors and their ex&aressnon profiles in
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Full-length transcriptome sequences by a combination of sequencing platforms applied to
isoflavonoid and triterpenoid saponin biosynthesis of Astragalus mongholicus Bunge. Plant Methods,
2021,17,61.

Tissue-specific metabolite profiling of Fallopia multiflora (Heshouwu) and Fallopia multiflora var.
angulata by mass spectrometry imaging and laser microdissection combined with UPLC-Q/TOF-MS. 2.8 16
Journal of Pharmaceutical and Biomedical Analysis, 2021, 200, 114070.

Transcriptome analysis identifies putative genes involved in triterpenoidAbiosynthesis in Platycodon
grandiflorus. Planta, 2021, 254, 34.

Untargeted Metabolomics and Targeted Quantitative Analysis of Temporal and Spatial Variations in
Specialized Metabolites Accumulation in Poria cocos (Schw.) Wolf (Fushen). Frontiers in Plant 3.6 10
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Untargeted metabolomics approach reveals the tissue-specific markers of balloon flower root
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Comparative transcriptome analysis of tubers, stems, and flowers of Gastrodia elata Blume reveals

potential genes involved in the biosynthesis of phenohcs FA-toterapA-A¢, 2021, 153, 104988. 2.2 13

Programmed cell death during the formation of rhytidome and interxylary cork in roots of
<i>Astragalus membranaceus</i> (Leguminosae). Microscopy Research and Technique, 2021, 84,
1400-1413.

<i>Aconitum anhuiense</i> sp. nov. (Ranunculaceae), a new species from Anhui, China. Nordic Journal 0.5 o
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Comparative Elucidation of Age, Diameter, and d€cePockmarks&€«in Roots of Paeonia lactiflora Pall.

(Shaoyao) by Qualitative and Quantitative Methods. Frontiers in Plant Science, 2021, 12, 802196.
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Pharmaceutical and Biomedical Analysis, 2020, 189, 113410. 2.8 15
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Bioinformatics analysis of a long nond€‘coding RNA and mRNA regulation network in rats with middle
cerebral artery occlusion based on RNA sequencing. Molecular Medicine Reports, 2019, 20, 417-432.

Determination of the species status of Fallopia multiflora, Fallopia multiflora var. angulata and
Fallopia multiflora var. ciliinervis based on morphology, molecular phylogeny, and chemical analysis. 2.8 6
Journal of Pharmaceutical and Biomedical Analysis, 2019, 166, 406-420.

Alternative analyses of compensatory base changes in an ITS2 phylogeny of Corydalis (Papaveraceae).
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Quality Analysis of Different Specification Grades of Astragalus membranaceus var. mongholicus
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Tissue-Specific Metabolite Profiling on the Different Parts of Bolting and Unbolting Peucedanum
praeruptorum Dunn (Qianhu) by Laser Microdissection Combined with UPLC-Q/TOFa€“MS and HPLCA€“DAD.
Molecules, 2019, 24, 1439.

Microscopic Characteristic and Chemical Composition Analysis of Three Medicinal Plants and Surface
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The Gastrodia elata genome provides insights into plant adaptation to heterotrophy. Nature
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Growth rings in roots of medicinal perennial dicotyledonous herbs from temperate and subtropical
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Compare the microscopic characteristics of stems of the 24 <i>Dendrobium<[i> species utilized in the
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<i>Corydalis huangshanensis</i> (Fumariaceae), a new species from Anhui, China. Nordic Journal of
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Developmental anatomy of anomalous structure and classification of commercial specifications and
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Quantitative and Chemical Fingerprint Analysis for the Quality Evaluation of Platycodi Radix
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Structural characterization and discrimination of the Paris polyphylla var. yunnanensis and Paris
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reconstruction and microstructural comparison. Microscopy Research and Technique, 2015, 78,
425-432.
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four producing areas based on growth rings. Microscopy Research and Technique, 2012, 75, 1191-1196. 2.2 13



