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Genetic meta-analysis of diagnosed Alzheimera€™s disease identifies new risk loci and implicates Al2, tau,
immunity and lipid processing. Nature Genetics, 2019, 51, 414-430.

Rare coding variants in PLCG2, ABI3, and TREM2 implicate microglial-mediated innate immunity in 914 783
Alzheimer's disease. Nature Genetics, 2017, 49, 1373-1384. :

New insights into the genetic etiology of Alzheimera€™:s disease and related dementias. Nature Genetics,
2022, 54, 412-436.

Common variants in Alzheimera€™s disease and risk stratification by polygenic risk scores. Nature 12.8 140
Communications, 2021, 12, 3417. :

Genome&€wide association analysis of dementia and its clinical endophenotypes reveal novel loci
associated with Alzheimer's disease and three causality networks: The GR@ACE project. Alzheimer's
and Dementia, 2019, 15, 1333-1347.

A nonsynonymous mutation in PLCG2 reduces the risk of Alzheimerd€™s disease, dementia with Lewy
bodies and frontotemporal dementia, and increases the likelihood of longevity. Acta 7.7 87
Neuropathologica, 2019, 138, 237-250.

Correlations between plasma and PET beta-amyloid levels in individuals with subjective cognitive
decline: the FundaciA3 ACE Healthy Brain Initiative (FACEHBI). Alzheimer's Research and Therapy, 2018, 10,
119.

Genome-wide association identifies the first risk loci for psychosis in Alzheimer disease. Molecular 7.9 10
Psychiatry, 2021, 26, 5797-5811. :

Impact of Recruitment Methods in Subjective Cognitive Decline. Journal of Alzheimer's Disease, 2017, 57,
625-632.

Association between retinal thickness and 12-amyloid brain accumulation in individuals with subjective

cognitive decline: FundaciA3 ACE Healthy Brain Initiative. Alzheimer's Research and Therapy, 2020, 12, 37. 6.2 24

Multiomics integrative analysis identifies APOE allele-specific blood biomarkers associated to
Alzheimera€™s disease etiopathogenesis. Aging, 2021, 13, 9277-9329.

Long runs of homozygosity are associated with Alzheimera€™s disease. Translational Psychiatry, 2021, 11, 48 6
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Genetic architecture of neurodegenerative dementias. Neuropharmacology, 2020, 168, 108014.

Genetic markers of lipid metabolism genes associated with low susceptibility to HCV infection. 2.3 5
Scientific Reports, 2019, 9, 9054. ’



