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Screening out irrelevant cell-based models of disease. Nature Reviews Drug Discovery, 2016, 15, 751-769.

Systematic Analysis of MicroRNAs Targeting the Androgen Receptor in Prostate Cancer Cells. Cancer 0.9 244
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HSF1. Journal of Biological Chemistry, 2007, 282, 7077-7086.

Role of heat-shock factor 2 in cerebral cortex formation and as a regulatorof p35 expression. Genes 5.9 85
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Consistency in drug response profiling. Nature, 2016, 540, E5-E6.
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screening. Bioinformatics, 2020, 36, 3602-3604.
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Scientific Reports, 2016, 6, 32412. ’

Systematic Identification of MicroRNAs That Impact on Proliferation of Prostate Cancer Cells and
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MicroRNA4€4 35b regulates ERI+, AR and HIF1AN and affects breast and prostate cancer cell growth. 46 45
Molecular Oncology, 2015, 9, 1287-1300. ’

FGFR4 phosphorylates MST1 to confer breast cancer cells resistance to MST1/2-dependent apoptosis.
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Drug sensitivity testing on patient-derived sarcoma cells predicts patient response to treatment and
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High-Throughput Functional Ex-Vivo Drug Testing and Multi-Omics Profiling in Patients with Acute
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