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Frequency of the C9orf72 hexanucleotide repeat expansion in patients with amyotrophic lateral
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NeuroX, a fast and efficient genotyping platform for investigation of neurodegenerative diseases.

Neurobiology of Aging, 2015, 36, 1605.e7-1605.e12. 31 o6

Discovery and functional prioritization of Parkinsona€™s disease candidate genes from large-scale
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Tdp-43 cryptic exons are highly variable between cell types. Molecular Neurodegeneration, 2017, 12, 13.
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Transcriptomic profiling of the human brain reveals that altered synaptic gene expression is
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