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Altered differentiation of endometrial mesenchymal stromal fibroblasts is associated with
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BET inhibition blocks inflammation-induced cardiac dysfunction and SARS-CoV-2 infection. Cell, 2021,
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Abstract 3888: Molecular profiling of sequential biopsies in patients with metastatic colorectal

cancer identifies genomic alterations that evolve during first-line therapy and could have therapeutic

implications: A prospective study to identify molecular mechanisms of clinical resistance (QCROC-01:) Tj ETQql 1 0.784314 rgBT |Ov
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