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The Human Serum Metabolome. PLoS ONE, 2011, 6, e16957. 2.5 1,378
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Curation, 2013, 2013, bat070-bat070.
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YMDB: the Yeast Metabolome Database. Nucleic Acids Research, 2012, 40, D815-D820. 14.5 162



20

22

24

CRAIG KNOX

ARTICLE IF CITATIONS
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