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Federated Learning for Multicenter Collaboration in Ophthalmology. Ophthalmology Retina, 2022, 6,
650-656. 24 15

Evaluation of a Deep Learninga€“Derived Quantitative Retinopathy of Prematurity Severity Scale.
Ophthalmology, 2021, 128, 1070-1076.

Variability in Plus Disease Identified Using a Deep Learning-Based Retinopathy of Prematurity Severity 0.4 18
Scale. Ophthalmology Retina, 2020, 4, 1016-1021. :

Genomic and transcriptomic association studies identify 16 novel susceptibility loci for venous
thromboembolism. Blood, 2019, 134, 1645-1657.

Automated Fundus Image Quality Assessment in Retinopathy of Prematurity Using Deep Convolutional 9.4 45
Neural Networks. Ophthalmology Retina, 2019, 3, 444-450. :

Plus Disease in Retinopathy of Prematurity: Diagnostic Trends in 2016 Versus 2007. American Journal of
Ophthalmology, 2017, 176, 70-76.

Causal Effect of Plasminogen Activator Inhibitor Type 1 on Coronary Heart Disease. Journal of the

American Heart Association, 2017, 6, . 3.7 89

Genome-Wide Association Study of Blood Pressure Traits by Hispanic/Latino Background: the Hispanic
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identified through genome-wide analyses. Nature Genetics, 2016, 48, 624-633.

Plus Disease in Retinopathy of Prematurity. Ophthalmology, 2016, 123, 2345-2351.

Plus Disease in Retinopathy of Prematurity. Ophthalmology, 2016, 123, 2338-2344. 5.2 68

No Evidence for Genome-Wide Interactions on Plasma Fibrinogen by Smoking, Alcohol Consumption
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Genome-Wide Association Study for Circulating Tissue Plasminogen Activator Levels and Functional
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Vascular Biology, 2014, 34, 1093-1101.

Genome-Wide Association Study of Retinopathy in Individuals without Diabetes. PLoS ONE, 2013, 8,
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Genome-wide association study for circulating levels of PAI-1 provides novel insights into its 14 %0
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New gene functions in megakaryopoiesis and platelet formation. Nature, 2011, 480, 201-208.

Meta-analysis of genome-wide association studies from the CHARGE consortium identifies common

variants associated with carotid intima media thickness and plaque. Nature Genetics, 2011, 43, 940-947. 214 191
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