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ARTICLE IF CITATIONS

Analysis of multispectral imaging with the AstroPath platform informs efficacy of PD-1 blockade.
Science, 2021, 372, .

Programmed Cell Death Ligand-1 (PD-L1) and CD8 Expression Profiling Identify an Immunologic Subtype
of Pancreatic Ductal Adenocarcinomas with Favorable Survival. Cancer Imnmunology Research, 2019, 7, 3.4 171
886-895.

Persistent mutant oncogene specific T cells in two patients benefitting from anti-PD-1. , 2019, 7, 40.

An Integrated TCGA Pan-Cancer Clinical Data Resource to Drive High-Quality Survival Outcome 28.9 9.977
Analytics. Cell, 2018, 173, 400-416.e11. : >

Cell-of-Origin Patterns Dominate the Molecular Classification of 10,000 Tumors from 33 Types of
Cancer. Cell, 2018, 173, 291-304.¢e6.

Perspective on Oncogenic Processes at the End of the Beginning of Cancer Genomics. Cell, 2018, 173, 98.9 279
305-320.e10. )

Machine Learning Identifies Stemness Features Associated with Oncogenic Dedifferentiation. Cell,
2018, 173, 338-354.e15.

Oncogenic Signaling Pathways in The Cancer Genome Atlas. Cell, 2018, 173, 321-337.e10. 28.9 2,111

Somatic Mutational Landscape of Splicing Factor Genes and Their Functional Consequences across 33
Cancer Types. Cell Reports, 2018, 23, 282-296.e4.

Spatial Organization and Molecular Correlation of Tumor-Infiltrating Lymphocytes Using Deep

Learning on Pathology Images. Cell Reports, 2018, 23, 181-193.e7. 64 683

The Immune Landscape of Cancer. Immunity, 2018, 48, 812-830.e14.

Genomic and Molecular Landscape of DNA Damage Repair Deficiency across The Cancer Genome Atlas. 64 801
Cell Reports, 2018, 23, 239-254.e6. :

Detection and localization of surgically resectable cancers with a multi-analyte blood test. Science,
2018, 359, 926-930.

Scalable Open Science Approach for Mutation Calling of Tumor Exomes Using Multiple Genomic 6.2 605
Pipelines. Cell Systems, 2018, 6, 271-281.e7. :

Comparative Molecular Analysis of Gastrointestinal Adenocarcinomas. Cancer Cell, 2018, 33, 721-735.e8.

Evaluation of liquid from the Papanicolaou test and other liquid biopsies for the detection of

endometrial and ovarian cancers. Science Translational Medicine, 2018, 10, . 12.4 178

A Pan-Cancer Analysis Reveals High-Frequency Genetic Alterations in Mediators of Signaling by the

TGF-2 Superfamily. Cell Systems, 2018, 7, 422-437.e7.

Integrative Molecular Characterization of Malignant Pleural Mesothelioma. Cancer Discovery, 2018, 94 499
8,1548-1565. )
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The Mutation-Associated Neoantigen Functional Expansion of Specific T Cells (MANAFEST) Assay: A

Sensitive Platform for Monitoring Antitumor Immunity. Cancer Immunology Research, 2018, 6, 888-899.

Comprehensive Molecular Characterization of Pheochromocytoma and Paraganglioma. Cancer Cell, 16.8 539
2017,31, 181-193. )

Mismatch repair deficiency predicts response of solid tumors to PD-1 blockade. Science, 2017, 357,
409-413.

Integrative Analysis Identifies Four Molecular and Clinical Subsets in Uveal Melanoma. Cancer Cell, 16.8 642
2017, 32, 204-220.e15. )

Comprehensive and Integrated Genomic Characterization of Adult Soft Tissue Sarcomas. Cell, 2017, 171,
950-965.e28.

Comprehensive Pan-Genomic Characterization of Adrenocortical Carcinoma. Cancer Cell, 2016, 29, 1
723-736. 68 482

Association of PD-1/PD-L axis expression with cytolytic activity, mutational load, and prognosis in
melanoma and other solid tumors. Proceedings of the National Academy of Sciences of the United

States of America, 2016, 113, E7769-E7777.

Genomic Classification of Cutaneous Melanoma. Cell, 2015, 161, 1681-1696. 28.9 2,562



