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Polyamines are required for the expression of key Hms proteins important for <i>Yersinia pestis</i>

biofilm formation. Environmental Microbiology, 2010, 12, 2034-2047. 3.8 60

Polyamines in Bacteria: Pleiotropic Effects yet Specific Mechanisms. Advances in Experimental Medicine
and Biology, 2007, 603, 106-115.

Investigating the Geminal Diamine Intermediate ofYersinia pestisArginine Decarboxylase with
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