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International Journal of Cancer, 2013, 133, n/a-n/a.

Utility of Urothelial mRNA Markers in Blood for Staging and Monitoring Bladder Cancer. Urology, 1.0 17
2012, 79, 240.e9-240.e15. :

Biomarkers vs conventional histological analysis to detect lymph node micrometastases in bladder
cancer: a real improvement?. BJU International, 2012, 110, 1310-1316.

MicroRNA in Prostate, Bladder, and Kidney Cancer: A Systematic Review. European Urology, 2011, 59,
671-681. L9 401

Molecular characterization of upper urinary tract tumours. BJU International, 2010, 106, 868-872.

Gene Expression Signature in Urine for Diagnosing and Assessing Aggressiveness of Bladder 7.0 70
Urothelial Carcinoma. Clinical Cancer Research, 2010, 16, 2624-2633. )

HER-2/AKT expression in upper urinary tract urothelial carcinoma: prognostic implications. Anticancer
Research, 2010, 30, 2439-45.

DNA Microarray Expression Profiling of Bladder Cancer Allows Identification of Noninvasive 0.4 65
Diagnostic MarRers. Journal of Urology, 2009, 182, 741-748. :

Multiplex preamplification of specific cDNA targets prior to gene expression analysis by TagMan
Arrays. BMC Research Notes, 2008, 1, 21.

Molecular Lymph Node Staging in Bladder Urothelial Carcinoma: Impact on Survival. European 19 40
Urology, 2008, 54, 1363-1372. :

Utility of a multiprobe fluorescence in situ hybridization assay in the detection of superficial
urothelial bladder cancer. Cancer Genetics and Cytogenetics, 2007, 173, 131-135.

Utility of Fluorescence In Situ Hybridization as a Non-invasive Technique in the Diagnosis of Upper

Urinary Tract Urothelial Carcinoma. European Urology, 2007, 51, 409-415. 19 3

Clinical Utility of Fluorescent in situ Hybridization for the Surveillance of Bladder Cancer Patients
Treated with Bacillus Calmette-GuA©rin Therapy. European Urology, 2007, 52, 752-759.

Partially Degraded RNA from Bladder Washing is a Suitable Sample for Studying Gene Expression 1.9 19
Profiles in Bladder Cancer. European Urology, 2006, 50, 1347-1356. :

Fluorescence in situ hybridization analysis of matched primary tumour and lymph-node metastasis of
D1 (pT2-3pN1MO) prostate cancer. BJU International, 2004, 94, 407-411.

Chromosomal High-Polysomies Predict Tumour Progression in T1 Transitional Cell Carcinoma of the 1.9 1
Bladder. European Urology, 2004, 45, 593-599. )

Marked Differences in Protamine Content and P1/P2 Ratios in Sperm Cells From Percoll Fractions

Between Patients and Controls. Journal of Andrology, 2003, 24, 438-447.




