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A genome-wide association study of seed protein and oil content in soybean. BMC Genomics, 2014, 15, 1.

<i>Dt2<[i>ls a Gain-of-Function MADS-Domain Factor Gene That Specifies Semideterminacy in Soybean A.

Plant Cell, 2014, 26, 2831-2842. 66 136

Genetic Gain A— Management Interactions in Soybean: Il. Nitrogen Utilization. Crop Science, 2014, 54,
340-348.

Insights from the Soybean (Clycine max and Glycine soja) Genome. Advances in Agronomy, 2013, , 5.9 13
177-204. )

Genetic Gain A— Management Interactions in Soybean: I. Planting Date. Crop Science, 2013, 53, 1128-1138.

Estimating Soybean Genetic Gain for Yield in the Northern United States&€”Influence of Cropping L8 37
History. Crop Science, 2013, 53, 2473-2482. :

Soybean Root Development Relative to Vegetative and Reproductive Phenology. Agronomy Journal,
2012, 104, 1702-1709.

Position Statement on Crop Adaptation to Climate Change. Crop Science, 2011, 51, 2337-2343. 1.8 33
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