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Maternal and fetal genetic effects on birth weight and their relevance to cardio-metabolic risk
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Genetic Architecture of Adaptive Immune System Identifies Key Immune Regulators. Cell Reports, 2018, 64 36
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No Effect of Dietary Aspartame or Stevia on Pancreatic Acinar Carcinoma Development, Growth, or
Induced Mortality in a Murine Model. Frontiers in Oncology, 2017, 7, 18.

No Functional Role for microRNA-342 in a Mouse Model of Pancreatic Acinar Carcinoma. Frontiers in 0.8 ;
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Murine Pancreatic Acinar Cell Carcinoma Growth Kinetics Are Independent of Dietary Vitamin D
Deficiency or Supplementation. Frontiers in Oncology, 2017, 7, 133.

Beta-Cell Fragility As a Common Underlying Risk Factor in Type 1 and Type 2 Diabetes. Trends in 6.7 53
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NOD mice, susceptible to pancreatic autoimmunity, demonstrate delayed growth of pancreatic cancer.
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Genome-wide associations for birth weight and correlations with adult disease. Nature, 2016, 538,
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Familial autoinflammation with neutrophilic dermatosis reveals a regulatory mechanism of pyrin
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Genetic predisposition for beta cell fragility underlies type 1 and type 2 diabetes. Nature Genetics, 2016, 914 117
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New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.

Nature Communications, 2016, 7, 10495.

The cellular composition of the human immune system is shaped by age and cohabitation. Nature 145 258
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The impact of low-frequency and rare variants on lipid levels. Nature Genetics, 2015, 47, 589-597.
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Genome-wide trans-ancestry meta-analysis provides insight into the genetic architecture of type 2
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