8

papers

8

all docs

1478505

491 6
citations h-index
8 8
docs citations times ranked

1588992

g-index

668

citing authors



m

ARTICLE IF CITATIONS

Monitoring genome-wide replication fork directionality by Okazaki fragment sequencing in mammalian

cells. Nature Protocols, 2021, 16, 1193-1218.

Transcription shapes DNA replication initiation and termination in human cells. Nature Structural 8.2 118
and Molecular Biology, 2019, 26, 67-77. :

Processing of eukaryotic Okazaki fragments by redundant nucleases can be uncoupled from ongoing
DNA replication<i>in vivo</[i>. Nucleic Acids Research, 2019, 47, 1814-1822.

Developmental and cancer-associated plasticity of DNA replication preferentially targets GC-poor,

lowly expressed and late-replicating regions. Nucleic Acids Research, 2018, 46, 10157-10172. 14.5 80

Replication landscape of the human genome. Nature Communications, 2016, 7, 10208.

Best Practices for Mapping Replication Origins in Eukaryotic Chromosomes. Current Protocols in Cell 9.3 5
Biology, 2014, 64, 22.18.1-13. ’

From the chromatin interaction networR to the organization of the human genome into replication

N/U-domains. New Journal of Physics, 2014, 16, 115014.

From Simple Bacterial and Archaeal Replicons to Replication N/U-Domains. Journal of Molecular 49 39
Biology, 2013, 425, 4673-4689. )



