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ARTICLE IF CITATIONS
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<i>BRCA2<[i> Hypomorphic Missense Variants Confer Moderate Risks of Breast Cancer. Cancer
Research, 2017, 77, 2789-2799.

Evaluation of ACMG-Guideline-Based Variant Classification of Cancer Susceptibility and
Non-Cancer-Associated Genes in Families Affected by Breast Cancer. American Journal of Human 6.2 113
Genetics, 2016, 98, 801-817.
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Characterisation of gene expression profiles of yeast cells expressing BRCA1 missense variants.
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