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substrate for arrhythmogenesis. Journal of Molecular and Cellular Cardiology, 2014, 67, 69-76.

Common and Rare Variants in <i>SCN10A</i> Modulate the Risk of Atrial Fibrillation. Circulation: 51 59
Cardiovascular Genetics, 2015, 8, 64-73. :

Common and Rare Variants in SCN10A Modulate the Risk of Atrial Fibrillation. Circulation:
Cardiovascular Genetics, 2015, 8, 64-73.
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G-protein-coupled inward rectifier potassium current contributes to ventricular repolarization.
Cardiovascular Research, 2014, 101, 175-184.

In silico assessment of genetic variation in KCNAS5 reveals multiple mechanisms of human atrial

arrhythmogenesis. PLoS Computational Biology, 2017, 13, e1005587. 3.2 32

The phenotype characteristics of type 13 long QT syndrome with mutation in KCNJ5 (Kir3.4-G387R). Heart
Rhythm, 2013, 10, 1500-1506.

Investigations of the Na<sub>v</sub>i21b sodium channel subunit in human ventricle; functional
characterization of the H162P Brugada syndrome mutant. American Journal of Physiology - Heart and 3.2 25
Circulatory Physiology, 2014, 306, H1204-H1212.
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