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and Medicinal Chemistry Letters, 2020, 30, 127367. :
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Augmenting Hit Identification by Virtual Screening Techniques in Small Molecule Drug Discovery. 5.4 18
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Antiretroviral Activity. ACS Chemical Biology, 2017, 12, 2858-2865. 3.4 13

Structure of the Bacterial Deacetylase LpxC Bound to the Nucleotide Reaction Product Reveals
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The <i>glmS«</i> Ribozyme Tunes the Catalytically Critical p<i>K<[i><sub>a</sub> of Its Coenzyme

Glucosamine-6-phosphate. Journal of the American Chemical Society, 2011, 133, 14188-14191. 13.7 36
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