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ARTICLE

Computation for ChIP-seq and RNA-seq studies. Nature Methods, 2009, 6, S22-S32.

Integrating and mining the chromatin landscape of cell-type specificity using self-organizing maps.
Genome Research, 2013, 23, 2136-2148.

High resolution mapping of Twist to DNA in <i>Drosophila</i> embryos: Efficient functional analysis
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