8

papers

9

all docs

1307594

1,530 7
citations h-index
9 9
docs citations times ranked

1588992

g-index

2128

citing authors



ARTICLE IF CITATIONS

Cistrome Data Browser: expanded datasets and new tools for gene regulatory analysis. Nucleic Acids
Research, 2019, 47, D729-D735.

Large-scale public data reuse to model immunotherapy response and resistance. Genome Medicine,

2020, 12, 21. 8.2 514

Lisa: inferring transcriptional regulators through integrative modeling of public chromatin
accessibility and ChlP-seq data. Genome Biology, 2020, 21, 32.

Integrative analyses of single-cell transcriptome and regulome using MAESTRO. Genome Biology, 2020,

21, 798, 8.8 126

Enhanced Efficacy of Simultaneous PD-1 and PD-L1 Immune Checkpoint Blockade in High-Grade Serous
Ovarian Cancer. Cancer Research, 2021, 81, 158-173.

Cistrome-GO: a web server for functional enrichment analysis of transcription factor ChIP-seq peaks.

Nucleic Acids Research, 2019, 47, W206-W211. 14.5 76

Determinants of transcription factor regulatory range. Nature Communications, 2020, 11, 2472.

Cistrome Data Browser and Toolkit: analyzing human and mouse genomic data using compendia of

ChIPa€seq and chromatin accessibility data. Quantitative Biology, 2020, 8, 267-276. 05 1



