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Mass Spectrometry for theAStudy of Autism and Neurodevelopmental Disorders. Advances in
Experimental Medicine and Biology, 2019, 1140, 477-499.
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Comparative twoa€dimensional polyacrylamide gel electrophoresis of the salivary proteome of children

with autism spectrum disorder. Journal of Cellular and Molecular Medicine, 2015, 19, 2664-2678. 3.6 39

A Pilot Proteomic Analysis of Salivary Biomarkers in Autism Spectrum Disorder. Autism Research, 2015,
8, 338-350.

Autism spectrum disorder: An omics perspective. Proteomics - Clinical Applications, 2015, 9, 159-168. 1.6 4

The potential of biomarkers in psychiatry: focus on proteomics. Journal of Neural Transmission, 2015,
122, 9-18.

A pilot proteomic study of protein markers in autism spectrum disorder. Electrophoresis, 2014, 35, 9.4 34
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Mass Spectrometry for Proteomics-Based Investigation. Advances in Experimental Medicine and
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Cancer Secretomes and Their Place in Supplementing Other Hallmarks of Cancer. Advances in 16 38
Experimental Medicine and Biology, 2014, 806, 409-442. )

Thiostrepton, a Natural Compound That Triggers Heat Shock Response and Apoptosis in Human Cancer

Cells: A Proteomics Investigation. Advances in Experimental Medicine and Biology, 2014, 806, 443-451.

Mass Spectrometry for the Study of Autism and Neurodevelopmental Disorders. Advances in 16 4
Experimental Medicine and Biology, 2014, 806, 525-544. :
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Applications of Mass Spectrometry in Proteomics. Australian Journal of Chemistry, 2013, 66, 721. 0.9 30
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