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A Noncoding Variant Near PPP1R3B Promotes Liver Glycogen Storage and MetS, but Protects Against
Myocardial Infarction. Journal of Clinical Endocrinology and Metabolism, 2021, 106, 372-387.

A genome-wide association study identifies genetic loci associated with specific lobar brain volumes.

Communications Biology, 2019, 2, 285. 4.4 27

Refining the accuracy of validated target identification through coding variant fine-mapping in type 2
diabetes. Nature Genetics, 2018, 50, 559-571.

Multiethnic meta-analysis identifies ancestry-specific and cross-ancestry loci for pulmonary function.

Nature Communications, 2018, 9, 2976. 12.8 85

Rare and low-frequency coding variants alter human adult height. Nature, 2017, 542, 186-190.

Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci

for obesity traits. Nature Communications, 2017, 8, 14977. 12.8 169

New Blood Pressuread€“Associated Loci Identified in Meta-Analyses of 4754€%0000 Individuals. Circulation:
Cardiovascular Genetics, 2017, 10, .

Genome-wide physical activity interactions in adiposity 4€- A meta-analysis of 200,452 adults. PLoS a5 158
Genetics, 2017, 13, e1006528. :

Six Novel Loci Associated with Circulating VEGF Levels Identified by a Meta-analysis of Genome-Wide
Association Studies. PLoS Genetics, 2016, 12, e1005874.

The Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale a5 331
Genome-Wide Interaction Study. PLoS Genetics, 2015, 11, e1005378. ’

New genetic loci link adipose and insulin biology to body fat distribution. Nature, 2015, 518, 187-196.

Genetic studies of body mass index yield new insights for obesity biology. Nature, 2015, 518, 197-206. 27.8 3,823

Genome-wide association analysis identifies six new loci associated with forced vital capacity. Nature
Genetics, 2014, 46, 669-677.

Defining the role of common variation in the genomic and biological architecture of adult human 914 1818
height. Nature Genetics, 2014, 46, 1173-1186. : ¢

Genome-wide meta-analysis identifies 11 new loci for anthropometric traits and provides insights into
genetic architecture. Nature Genetics, 2013, 45, 501-512.

Sex-stratified Genome-wide Association Studies Including 270,000 Individuals Show Sexual Dimorphism

in Genetic Loci for Anthropometric Traits. PLoS Genetics, 2013, 9, e1003500. 3.5 371

FTO genotype is associated with phenotypic variability of body mass index. Nature, 2012, 490, 267-272.

The Promises and Pitfalls of Genoeconomics. Annual Review of Economics, 2012, 4, 627-662. 5.5 168
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A genome-wide approach accounting for body mass index identifies genetic variants influencing

fasting glycemic traits and insulin resistance. Nature Genetics, 2012, 44, 659-669.

Genetic variation near IRS1 associates with reduced adiposity and an impaired metabolic profile. 914 289
Nature Genetics, 2011, 43, 753-760. .

Genome-wide association and large-scale follow up identifies 16 new loci influencing lung function.
Nature Genetics, 2011, 43, 1082-1090.

Hundreds of variants clustered in genomic loci and biological pathways affect human height. Nature, 97.8 1789
2010, 467, 832-838. : ’

Meta-analysis identifies 13 new loci associated with waist-hip ratio and reveals sexual dimorphism in
the genetic basis of fat distribution. Nature Genetics, 2010, 42, 949-960.

Association analyses of 249,796 individuals reveal 18 new loci associated with body mass index. Nature 914 2634
Genetics, 2010, 42, 937-948. ’ ’

Genome-wide detection and characterization of positive selection in human populations. Nature, 2007,

449, 913-918.

A second generation human haplotype map of over 3.1 million SNPs. Nature, 2007, 449, 851-861. 27.8 4,137



