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Communications, 2018, 9, 4507.
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The energy landscape of adenylate kinase during catalysis. Nature Structural and Molecular Biology,
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A minor conformation of a lanthanide tag on adenylate kinase characterized by paramagnetic
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Optimized co-solute paramagnetic relaxation enhancement for the rapid NMR analysis of a highly
fibrillogenic peptide. Journal of Biomolecular NMR, 2015, 62, 129-142.
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Backbone and side chain NMR assignments for the intrinsically disordered cytoplasmic domain of

human neuroligin-3. Biomolecular NMR Assignments, 2012, 6, 15-18.

Long Unfolded Linkers Facilitate Membrane Protein Import Through the Nuclear Pore Complex.
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Origin and removal of mixed-phase artifacts in gradient sensitivity enhanced heteronuclear single
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