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Catheter ablation of the left and right atrial appendages without isolation in persistent atrial
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and Clinical Electrophysiology, 2020, 43, 12-18. :

A multi-drug resistant HIV-1 protease is resistant to the dimerization inhibitory activity of TLF-PafF.
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Conserved hydrogen bonds and water molecules in MDR HIV-1 protease substrate complexes. 91 13
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