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Microbiomes respond predictably to built habitats on the seafloor. Molecular Ecology, 2023, 32,
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Frontiers in Microbiology, 2021, 12, 636054.
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Rapid sulfur cycling in sediments from the Peruvian oxygen minimum zone featuring simultaneous
sulfate reduction and sulfide oxidation. Limnology and Oceanography, 2021, 66, 2661-2671.

Marine biofilm bacterial community response and carbon steel loss following Deepwater Horizon

spill contaminant exposure. Biofouling, 2019, 35, 870-882. 2.2 15

Deep-Sea Biofilms, Historic Shipwreck Preservation and the Deepwater Horizon Spill. Frontiers in
Marine Science, 2019, 6, .

The impact of the Deepwater Horizon blowout on historic shipwreck-associated sediment

microbiomes in the northern Gulf of Mexico. Scientific Reports, 2018, 8, 9057. 33 29

Exposure to Crude Oil and Chemical Dispersant May Impact Marine Microbial Biofilm Composition and
Steel Corrosion. Frontiers in Marine Science, 2018, 5, .

Sulfate reduction and methane oxidation activity below the sulfate-methane transition zone in
Alaskan Beaufort Sea continental margin sediments: Implications for deep sulfur cycling. Geochimica 3.9 104
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Contribution of Vertical Methane Flux to Shallow Sediment Carbon Pools across Porangahau Ridge,
New Zealand. Energies, 2014, 7, 5332-5356.

Metagenomic analysis of organic matter degradation in methanea€rsich Arctic Ocean sediments. 31 25
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Ocean currents shape the microbiome of Arctic marine sediments. ISME Journal, 2013, 7, 685-696.

Bacterial Community Composition and Diversity in Methane Charged Sediments Revealed by Multitag
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High frequency of glucose-utilizing mutants in Shewanella oneidensis MR-1. FEMS Microbiology
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Diversity and biogeochemical structuring of bacterial communities across the Porangahau ridge
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Preliminary interpretation of electromagnetic, heat flow, seismic, and geochemical data for gas

hydrate distribution across the Porangahau Ridge, New Zealand. Marine Geology, 2010, 272, 89-98.

Geomicrobial characterization of gas hydrate-bearing sediments along the mid-Chilean margin. FEMS 07 10
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