12

papers

12

all docs

840776

1,338 11
citations h-index
12 12
docs citations times ranked

1199594
12

g-index

2781

citing authors



10

12

ARTICLE IF CITATIONS

Field cricket genome reveals the footprint of recent, abrupt adaptation in the wild. Evolution Letters,
2020, 4, 19-33.

A newly developed genetic sex marker and its application to understanding chemically induced

feminisation in roach (<i>Rutilus rutilus</i>). Molecular Ecology Resources, 2020, 20, 1007-1022. 4.8 6

Opposing patterns of intraspecific and interspecific differentiation in sex chromosomes and
autosomes. Molecular Ecology, 2018, 27, 3905-3924.

High levels of interspecific gene flow in an endemic cichlid fish adaptive radiation from an extreme

lake environment. Molecular Ecology, 2015, 24, 3421-3440. 3.9 53

Rapid Convergent Evolution in Wild Crickets. Current Biology, 2014, 24, 1369-1374.

Mass production of SNP markers in a nonmodel passerine bird through RAD sequencing and contig

mapping to the zebra finch genome. Molecular Ecology Resources, 2013, 13, 899-907. 4.8 2

Estimation of population allele frequencies from nexta€generation sequencing data: pool&€versus
individuala€based genotyping. Molecular Ecology, 2013, 22, 3766-3779.

The effect of <scp>RAD</scp> allele dropout on the estimation of genetic variation within and

between populations. Molecular Ecology, 2013, 22, 3165-3178. 3.9 259

Special features of <scp>RAD</scp> Sequencing data: implications for genotyping. Molecular Ecology,
2013,22,3151-3164.

System-Level Analysis of Neuroblastoma Tumor&€“Initiating Cells Implicates AURKB as a Novel Drug

Target for Neuroblastoma. Clinical Cancer Research, 2010, 16, 4572-4582. 7.0 43

Locus co-occupancy, nucleosome positioning, and H3K4mel regulate the functionality of FOXA2-,

HNF4A-, and PDX1-bound loci in islets and liver. Genome Research, 2010, 20, 1037-1051.

Genome-wide relationship between histone H3 lysine 4 mono- and tri-methylation and transcription

factor binding. Genome Research, 2008, 18, 1906-1917. 55 163



